Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.046; wR factor = 0.140; data-to-parameter ratio = 14.5.
Experimental
Crystal data C 16 H 16 N 2 O 4 M r = 300.31 Monoclinic, P2 1 =c a = 8.616 (9) Å b = 9.690 (11) Å c = 18.29 (2) Å = 97.631 (11) V = 1513 (3) Å 3 Z = 4 Mo K radiation = 0.10 mm À1 T = 296 K 0.23 Â 0.21 Â 0.12 mm
Data collection
Bruker APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2007) T min = 0.978, T max = 0.989 8085 measured reflections 2935 independent reflections 1699 reflections with I > 2(I) R int = 0.032 Refinement R[F 2 > 2(F 2 )] = 0.046 wR(F 2 ) = 0.140 S = 1.04 2935 reflections 203 parameters H-atom parameters constrained Á max = 0.24 e Å À3 Á min = À0.17 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2007); cell refinement: SAINT (Bruker, 2007); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL. 
Comment
The Schiff base adducts of vanillin with various primary amines show an observable effect on tumours. Amine derivatives of vanillin present similar effects, such as acting as oxidative phosphorylation inhibitors, which prevent ATP sythesis (Cordano et al., 2002) . There has been much research interest in vanillin derivatives due to its biological activities (Javiya et al. 2008) .
In this work, we report here the crystal structure of the title compound, (E)-4-((3,5-dimethylphenylimino)methyl)-2-methoxy-3-nitrophenol, (I). In (I), all bond lengths are within normal ranges (Allen et al., 1987) ( Fig. 1 ).
Experimental
An equimolar ratio of 4-hydroxy-3-methoxy-2-nitrobenzaldehyde (2 mmol, 394 mg) and 3,5-dimethylaniline (2 mmol, 242 mg) were dissolved in methanol (25 ml). The mixture was stirred for 3 h under a gentle reflux. After allowing the solution to stand in air for two days with methanol slowly evaporating, yellow crystals were deposited, isolated, washed with methanol three times, and dried under vacuum with CaCl 2 as desiccant.
Refinement
All H atoms were positioned geometrically (C-H = 0.96 Å for the aromatic) and were refined as riding, with U iso (H) = 1.2U eq (C) and U iso (H) = 1.2U eq (N). Fig. 1 . The molecular structure of (I) showing 30% probability displacement ellipsoids. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures
(E)-4-[(3,5-Dimethylphenyl)iminomethyl]-2-methoxy-3-nitrophenol
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq N1 0.9369 (2) 0.4869 (2) 0.39259 (10) 0.0569 (5) 
